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Research Question: Will Machine Learning methods improve the prediction of cell populations between sample groups of mice undergoing different vaccine

schedules?
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These results are in Fig. 5.

The Immune System and Vaccines

* The immune system is a network of cells and organs that identify and fight infections

* Vaccines inject antigens that train the immune system to fight of the disease. They can also 5 . CD4RorGsCD44*
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* Important cells in the immune response can be identified through staining. For example, CD4+Gata3+Ki6Ts P
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* Flow Cytometry is used to harvest such cells from organs (Spleen, Lymph Nodes) or blood to

determine if an inflammatory reaction is occurring Flggacselacieaifeatiesioysample
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