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Sorbitol Biosynthetic Pathway in Cyanobacteria Mannitol-1-Phosphate Phosphatase is Active on S6P
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= Extra copies of bifunctional fructosel,6-bisphosphatase/sedoheptulose-1,7-bisphosphate
(BiBPase) were integrated into the chromosome.
" Fructose-bisphosphate aldolase (Aldolase) was also integrated into the chromosome.

= PYP1 and YniC are promiscuous phosphatases. The low substrate specificity allows for
dephosphorylation of multiple sugar phosphates.
= PYP1 and YniC lead to ribose production in PCC 7002. PCC 7002 does not naturally
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